. ΔNp63α inhibits cell invasion. (a) Stable Hs-578T, H1299 and A549 cells were subjected to transwell assays for cell invasion. Twenty-four hours after plating, invading cells were fixed and stained with crystal violet and photographed under a light microscope. Representative pictures from three independent experiments are shown.
and selected by puromycin resistance. Stable Hs-578T cells were subjected to transwell assays for cell invasion, as previously described. Representative images from three independent experiments are shown. Scale bars = 100 μm. (b -d) Hs-578T, H1299 and A549 cells were infected with recombinant retrovirus encoding wild type murine ΔNp63α or a vector control, and subsequently infected with either one of three independent lentivirus expressing shRNA against CD82 (shCD82-1, shCD82-2 and shCD28-3), or a control shRNA (shC). Stable cells were subjected to transwell assays for cell invasion, as previously described.
Representative pictures from three independent experiments are shown. Scale bars = 200 μm. (e -g) Hs-578T cells expressing WT ΔNp63α were subsequently infected with two additional lentivirus expressing shRNA against CD82 (shCD82-4 and shCD28-5), or a control shRNA (shC).
(e) Whole-cell lysates were subjected to western blotting, as indicated. Table S2 . Ontological classification of ΔNp63α-regulated genes. Hs-578T cells stably expressing ΔNp63α or a vector control were profiled by Affymetrix array (n = 2). Genes whose expression was two fold or more than that of the vector (P < 0.05) were classified ontologically using DAVID Bioinformatics Resources 6.7. Table S3 . List of genes up-regulated by wild type ΔNp63α classified by ontology. Hs-578T cells stably expressing ΔNp63α or a vector control were profiled by Affymetrix array (n = 2). Genes whose expression was two fold or more than that of the vector (P < 0.05) were classified ontologically using DAVID Bioinformatics Resources 6.7. Supplemental Figure S1 , Wu et al.! Figure S4 , Wu et al.! Table S2 . Ontological classification of ΔNp63α-regulated genes. Cell migration / motility! 14! 0! Table S3 . Ontological classification of genes up-regulated by wild type ΔNp63α in Hs-578T cells.!
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